
February 22, 2018 February 23, 2018
8:30

Introduction to QIIME 2, plans for the workshop

Demultiplexing, Quality Control, and Rarefaction

9:00

α-diversity Metrics, Statistics, and Visualizations
9:30

Connecting to workshop server

10:00
Coffee break, open time for discussion with instructors Coffee break, open time for discussion with instructors

10:30
Linux Command Line Refresher

β-diversity Metrics, Statistics, and Visualizations
11:00

Sample Metadata, Moving Pictures of the Human 
Microbiome, Keemei11:30

12:00

Lunch Lunch
12:30

13:00
Exploring metadata with q2-metadata Taxonomic Assignment and Visualization

13:30

Getting data into and out of QIIME 2 with .qza and .qzv files

Taxonomic Assignment and Visualization; Differential 
Abundance Testing

14:00
Differential Abundance Testing

14:30
Coffee break, open time for discussion with instructors Coffee break, open time for discussion with instructors

15:00

Demultiplexing, Quality Control, and Rarefaction Advanced metadata topics
15:30

16:00

Open time for individual discussion with instructors and group 
question and answer session. 

Open time for individual discussion with instructors and group 
question and answer session. 16:30

TENTATIVE AGENDA




